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; Mohamed et al. (2012) ; Patel et al. (2002) . Data collection: APEX2 (Bruker, 2010); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: DIAMOND (Brandenburg & Putz, 2012) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) . 
Experimental

2-Methoxy
Comment
Compounds containing the pyridine nucleus are known to exhibit a large number of important biological properties (Perez-Medina et al., 1947; Upton et al., 2000; Cook et al., 2004) . As part of our ongoing program of drug discovery and design we report the structure of the title compound. The molecular structure of the title compound is shown in Fig. 1 .
The pendant phenyl rings (C8-C13) and (C14-C19) form dihedral angles of 10.90 (10) and 42.14 (6)°, respectively, with the central pyridine ring and a dihedral angle of 35.7 (2)° with each other. There are no significant intermolecular interactions which contrasts with the structure of the ethoxy analog where C-H···π and π-π stacking interactions are proposed (Patel et al., 2002) . The methoxy group is almost coplanar with the pyridine ring as indicated by the C6-O1-C5-N1 torsion angle of 4.9 (2)°. The conformations of related 2,4-diphenylpyridine derivatives differ from that of the title compound in the orientations of the pendant phenyl groups relative to the pyridine ring (Alvarez-Larena, et al., 1994; Cao et al., 2009; Lv & Huang, 2008; Mohamed et al., 2012; Patel et al., 2002) .
Experimental
The title compound was prepared by the literature method (Al-Arab, 1989 ) and crystallized from acetone as slender, colourless plates.
Refinement
H-atoms were placed in calculated positions (C-H = 0.95 -0.98 Å) and included as riding contributions with isotropic displacement parameters 1.2-1.5 times those of the attached carbon atoms.
Computing details
Data collection: APEX2 (Bruker, 2010); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT (Bruker, 2009); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: DIAMOND (Brandenburg & Putz, 2012) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) .
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Figure 1
The molecular structure of the title compound. Displacement ellipsoids are drawn at the 50% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. H-atoms were placed in calculated positions (C-H = 0.95 -0.98 Å) and included as riding contributions with isotropic displacement parameters 1.2 -1.5 times those of the attached carbon atoms. 1280 Friedel pairs were left unmerged but the absolute structure could not be reliably determined. (6) 0.0388 (7) −0.0036 (5) −0.0033 (6) 0.0000 (5) N1 0.0203 (7) 0.0194 (6) 0.0241 (8) −0.0007 (5) 0.0008 (6) −0.0018 (6) N2 0.0236 (7) 0.0269 (7) 0.0345 (8) 0.0006 (6) −0.0047 (7) −0.0002 (7) C1 0.0193 (7) 0.0201 (7) 0.0172 (8) (7) 0.0020 (8) −0.0010 (7) C10 0.0296 (9) 0.0201 (8) 0.0254 (9) 0.0019 (7) 0.0021 (8) 0.0017 (7) C11 0.0268 (9) 0.0252 (8) 0.0249 (9) 0.0056 (7) −0.0005 (8) 0.0019 (7) C12 0.0226 (8) 0.0286 (9) 0.0277 (9) 0.0005 (7) −0.0037 (8) −0.0010 (7) C13 0.0249 (8) 0.0194 (8) 0.0259 (9) −0.0015 (7) −0.0012 (7) 0.0003 (7) C14 0.0207 (8) 0.0191 (7) 0.0172 (7) 0.0004 (6) −0.0031 (7) −0.0009 (6) C15 0.0209 (8) 0.0224 (8) 0.0222 (9) −0.0006 (7) −0.0005 (7) −0.0016 (7) C16 0.0264 (9) 0.0201 (8) 0.0245 (9) 0.0024 (7) −0.0033 (7) −0.0013 (7) C17 0.0331 (9) 0.0202 (8) 0.0238 (9) −0.0042 (7) −0.0055 (8) 0.0020 (7) C18 0.0233 (8) 0.0268 (9) 0.0222 (8) −0.0045 (7) −0.0009 (7) 0.0008 (7) C19 0.0211 (8) 0.0225 (8) 0.0203 (8) 0.0009 (6) −0.0013 (7) −0.0032 (7) Geometric parameters (Å, º) 
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